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3 <110> APPLICANT: NAYLOR, STUART 

4 KINGSMAN, SUSAN MARY 

5 BINLEY, KATIE 

7 <120> TITLE OF INVENTION: POLYNUCLEOTIDE CONSTRUCTS AND USES THEREOF 
9 <130> FILE REFERENCE: 674523-2029.1 

11 <140> CURRENT APPLICATION NUMBER: 10/810,262 

12 <141> CURRENT FILING DATE: 2004-03-26 

14 <150> PRIOR APPLICATION NUMBER: 09/787,562 

15 <151> PRIOR FILING DATE: 2001-07-06 

17 <150> PRIOR APPLICATION NUMBER: PCT/GB99/03181 

18 <151> PRIOR FILING DATE: 1999-09-22 

20 <150> PRIOR APPLICATION NUMBER: PCT/GB98/02885 

21 <151> PRIOR FILING DATE: 1998-09-23 

23 <150> PRIOR APPLICATION NUMBER: GB 9901906.9 

24 <151> PRIOR FILING DATE: 1999-01-28 

26 <150> PRIOR APPLICATION NUMBER: GB 9903538.8 

27 <151> PRIOR FILING DATE: 1999-02-16 
29 <160> NUMBER OF SEQ ID NOS: 34 

31 <170> SOFTWARE: Patentin Ver. 3.2 

33 <210> SEQ ID NO: 1 

34 <211> LENGTH: 25 

35 <212> TYPE: DNA 

36 <213> ORGANISM: Mus sp . 

38 <400> SEQUENCE: 1 

39 cgcgtcggtg caggacgtga caaat 25 

42 <210> SEQ ID NO: 2 

43 <211> LENGTH: 19 

44 <212> TYPE: DNA 

45 <213> ORGANISM: Mus sp. 

47 <400> SEQUENCE: 2 

48 gtcggtgcag gacgtgaca 19 

51 <210> SEQ ID NO: 3 

52 <211> LENGTH: 243 

53 <212> TYPE: DNA 

54 <213> ORGANISM: Artificial Sequence 

56 <220> FEATURE: 

57 <223> OTHER INFORMATION: Description of Artificial Sequence: OBhrel 

58 oligonucleotide 

60 <400> SEQUENCE: 3 

61 gctagagtcg tgcaggacgt gacatctagt gtcgtgcagg acgtgacatc tagtgtcgtg 60 

62 caggacgtga cagctagccc gggctcgaga tctgcgatct gcatctcaat tagtcagcaa 120 

63 ccatagtccc gcccctaact ccgcccatcc cgcccctaac tccgcccagt tccgcccatt 180 

64 ctccgcccca tcgctgacta atttttttta tttatgcaga ggccgaggcc gcctcggcct 240 
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65 ctg 



243 



68 <210> SEQ ID NO: 4 

69 <211> LENGTH: 229 

70 <212> TYPE: DNA 

71 <213> ORGANISM: Artificial Sequence 

73 <220> FEATURE: 

74 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

75 oligonucleotide construct 

77 <400> SEQUENCE: 4 

78 agctagccta gcgtcgtgca ggacgtgaca tctagtgtcg tgcaggacgt gacatctagt 60 

79 gtcgtgcagg acgtgacatc tagagaacca tcagatgttt ccagggtgcc ccaaggacct 120 

80 gaaatgaccc tgtgccttat ttgaactaac caatcagttc gcttctcgct tctgttcgcg 180 

81 cgcttctgct ccccgagctc aataaaagag cccacaaccc ctcactcgg 229 

84 <210> SEQ ID NO: 5 

85 <211> LENGTH: 225 

86 <212> TYPE: DNA 

87 <213> ORGANISM: Artificial Sequence 

89 <220> FEATURE: 

90 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

91 oligonucleotide construct 

93 <400> SEQUENCE: 5 ' .... 

94 aagctagctg tcacgtcctg cacgacacta gatgtcacgt cctgcacgac actaga-bg^'6. ;60' 

95 acgtcctgca cgactctaga gaaccatcag atgtttccag ggtgccccaa ggacctgaaavizb ] 

96 tgaccctgtg ccttatttga actaaccaat cagttcgctt ctcgcttctg ttcgcgcgct 180 

97 tctgctcccc gagctcaata aaagagccca caacccctca ctcgg 225 

100 <210> SEQ ID NO: 6 

101 <211> LENGTH: 633 

102 <212> TYPE: DNA 

103 <213> ORGANISM: Homo sapiens 

105 <400> SEQUENCE: 6 

106 atggatgcca tgaagagggg cctctgctgt gtgctcctgc tctgtggggc cgtcttcgtc 60 

107 agcccaagcg ggaccggctc ccacagccac cgcgacttcc agcccgtgct gcacctggtg 120 

108 gccctgaaca gccccctgag cggcggcatg cgcggcatca ggggcgctga cttccagtgc 180 

109 ttccagcagg ccagggccgt gggcctggcc ggcaccttcc gcgccttcct gagcagccgc 240 

110 ctgcaggacc tgtacagcat cgtgcgcagg gccgaccgcg ctgccgtgcc catcgtgaac 300 

111 ctgaaggacg agctgctgtt ccccagctgg gaggccctgt tcagcggcag cgagggcccc 360 

112 ctgaagccag gcgccaggat cttcagcttc gacggcaagg acgtgctgcg ccaccccacc 42 0 

113 tggccccaga agagcgtgtg gcacggctcc gaccccaacg gccgcaggct gaccgagagc 480 

114 tactgcgaga cctggcgcac cgaggccccc agcgccaccg ggcaggccag ctccctgctg 540 

115 ggcggcaggc tgctgggcca gagcgccgcc agctgccacc acgcctacat cgtgctgtgc 600 

116 atcgagaaca gcttcatgac cgccagcaag tga 633 

119 <210> SEQ ID NO: 7 

120 <211> LENGTH: 633 

121 <212> TYPE: DNA 

122 <213> ORGANISM: Homo sapiens 

124 <220> FEATURE: 

125 <221> NAME/KEY: CDS 

126 <222> LOCATION: (1) . . (633) 
128 <400> SEQUENCE: 7 



file://C:\CRF4\Outhold\VsrJ810262.htm 



7/26/04 



Page 3 of 7 



RAW SEQUENCE LISTING DATE: 07/26/2004 

PATENT APPLICATION: US/10/810,262 TIME: 14:42:58 

Input Set : A:\67452029.app 

Output Set: N:\CRF4\07262004\J810262.raw 



129 


atg 


gat 


gca 


atg 


aag aga 


ggg 


etc 


tge 


tgt 


gtg ctg 


ctg 


ctg 


tgt 


gga 


48 


130 


Met Asp Ala 


Met 


Lys Arg 


Gly Leu Cys 


Cys 


Val Leu 


Leu 


Leu 


Cys 


Gly 




131 


1 








5 








10 








15 






133 


gca gtc 


ttc 


gtt 


teg eee 


age 


ggt 


acc 


gga 


tec eac 


age 


eac 


cge 


gac 


96 


134 


Ala 


Val 


Phe 


Val 


Ser Pro 


Ser Gly Thr 


Gly Ser His 


Ser 


His Arg 


Asp 




135 








20 








25 








30 








137 


ttc 


cag 


ecg 


gtg 


etc eac 


ctg 


gtt 


gcg 


etc 


aac age 


ccc 


ctg 


tea 


ggc 


144 


138 


Phe 


Gin 


Pro 


Val 


Leu His 


Leu 


Val 


Ala 


Leu 


Asn Ser 


Pro 


Leu 


Ser 


Gly 




139 






35 








40 








45 










141 


ggc 


atg 


egg 


ggc 


ate egc 


ggg 


gee 


gac 


ttc 


cag tge 


ttc 


cag 


cag 


gcg 


192 


142 


Gly Met 


Arg 


Gly 


He Arg 


Gly Ala Asp 


Phe 


Gin Cys 


Phe 


Gin 


Gin 


Ala 




143 




50 








55 








60 












145 


egg 


gee 


gtg 


ggg 


ctg gcg 


ggc 


ace 


ttc 


egc 


gee ttc 


ctg 


tec 


teg 


egc 


240 


146 


Arg Ala Val 


Gly 


Leu Ala 


Gly Thr 


Phe 


Arg Ala Phe 


Leu 


Ser 


Ser 


Arg 




147 


65 








70 










75 








80 




149 


ctg 


cag 


gae 


ctg 


tac age 


ate 


gtg 


egc 


cgt 


gee gac 


egc 


gca 


gee 


gtg 


288 


150 


Leu Gin Asp 


Leu 


Tyr Ser 


He 


Val 


Arg 


Arg Ala Asp Arg 


Ala 


Ala 


Val 




151 










85 








90 








95 






153 


ccc 


ate 


gtc 


aac 


etc aag 


gac 


gag 


ctg 


ctg 


ttt ccc 


age 


tgg 


gag 


get 


336 


154 


Pro 


He 


Val 


Asn 


Leu Lys 


Asp Glu 


Leu 


Leu 


Phe Pro 


Ser 


Trp 


Glu 


Ala 




155 








100 








105 








110 








157 


ctg 


ttc 


tea 


ggc 


tet gag 


ggt 


ecg 


ctg 


aag 


ccc ggg 


gca 


egc 


ate 


ttc 


384 


158 


Leu 


Phe 


Ser 


Gly 


Ser Glu 


Gly Pro Leu 


Lys 


Pro Gly Ala 


Arg 


He 


Phe 




159 






115 








120 








125 










161 


tec 


ttt 


gac 


ggc 


aag gae 


gtc 


ctg 


agg 


eac 


ccc acc 


tgg 


ccc 


cag 


aag 


432 


162 


Ser 


Phe 


Asp 


Gly 


Lys Asp 


Val 


Leu Arg 


His 


Pro Thr 


Trp 


Pro 


Gin 


Lys 




163 




130 








135 








140 












165 


age 


gtg 


tgg 


eat 


ggc teg 


gac 


ccc 


aac 


ggg 


egc agg 


ctg 


ace 


gag 


age 


480 


166 


Ser 


Val 


Trp 


His 


Gly Ser 


Asp 


Pro 


Asn 


Gly Arg Arg 


Leu 


Thr 


Glu 


Ser 




167 


145 








150 










155 








160 




169 


tac 


tgt 


gag 


acg 


tgg egg 


acg 


gag 


get 


ccc 


teg gee 


acg 


ggc 


cag 


gee 


528 


170 


Tyr 


Cys 


Glu 


Thr 


Trp Arg 


Thr 


Glu 


Ala 


Pro 


Ser Ala 


Thr 


Gly Gin 


Ala 




171 










165 








170 








175 






173 


tec 


teg 


ctg 


ctg 


ggg ggc 


agg 


etc 


ctg 


ggg 


cag agt 


gee 


gcg 


age 


tge 


576 


174 


Ser 


Ser 


Leu 


Leu 


Gly Gly 


Arg 


Leu 


Leu 


Gly Gin Ser Ala 


Ala 


Ser 


Cys 




175 








180 








185 








190 








177 


eat 


eac 


gee 


tac 


ate gtg 


etc 


tge 


att 


gag 


aac age 


ttc 


atg 


act 


gee 


624 


178 


His 


His 


Ala 


Tyr 


He Val 


Leu 


Cys 


He 


Glu 


Asn Ser 


Phe 


Met 


Thr 


Ala 




179 






195 








200 








205 










181 


tec 


aag 


tag 
























633 


182 


Ser 


Lys 




























183 




210 




























186 


<210> SEQ ID NO: 


: 8 






















187 
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231 Ser Lys 

232 210 

236 <210> SEQ ID NO: 9 

237 <211> LENGTH: 912 

238 <212>' TYPE: DNA 

239 <213> ORGANISM: Homo sapiens 

241 <400> SEQUENCE: 9 

242 atggatgcta tgaagcgcgg 

243 tccccctccg gcaccgggag 

244 ggcaacggca agaactacag 

245 aagtggagca gcaccagccc 

246 ggcctggagg agaactactg 

247 accaccgacc ctgagaagcg 
24 8 atgcactgca gcggggagaa 

249 tgccaggcct gggactccca 

250 aacaagaacc tgaagaagaa 

251 ttcaccaccg atcccaacaa 

252 ccacccagca gcggccccac 

253 aacgtggccg tgaccgtgag 

254 acccacaacc gcacccccga 

255 aaccctgacg gcaagagggc 

256 tactgcaaga tccccagctg 

257 gcccctccct ga 

260 <210> SEQ ID NO: 10 

261 <211> LENGTH: 912 
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gctgtgttgc gtcctgctcc tgtgcggcgc tgtgtttgtg 60 
cctgttcgag aagaaggtgt acctgagcga gtgcaagacc 120 
gggcaccatg agcaagacca agaacggcat cacctgccag 180 
ccacaggcct cgcttcagcc ccgccaccca ccccagcgag 240 
ccgcaacccc gacaacgacc cccagggccc ttggtgctac 300 
ctacgactac tgcgacatcc tggagtgcga ggaagagtgt 360 
ctacgacggc aagatcagca agaccatgag cggcctggag 42 0 
gagcccccac gcccacggct acatccccag caagttcccc 480 
ctattgtcgc aatcccgacc gcgagctgcg cccctggtgc 540 
gcgctgggag ctgtgcgaca tcccccgctg caccaccccc 600 
ctaccagtgc ctgaagggca ccggcgagaa ttaccgcggc 660 
cggccacacc tgccagcact ggagcgccca gaccccccac 720 
gaacttcccc tgcaagaacc tcgacgagaa ttattgccgg 780 
cccctggtgc cacaccacca acagccaggt gcgctgggag 840 
cgacagcagc cccgtgagca ccgagcagct ggccccaacc 900 

912 
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